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Patents

6. “Protein stabilization by domain insertion into a thermophilic protein” Kim, J.R., Pierre, B.,
Ostermeier, M., and Kim, C.-S. Patent filed.
5. “Prodrug activation in cancer cells using molecular switches” Ostermeier, M. and Wright, C.M.,
Patent filed.
4. “Methods for making and using molecular switches involving circular permutation” Ostermeier, M.
and Guntas, G., Patent filed.
“Molecular switches and methods for making and using the same.” Ostermeier, M., Patent filed.
“Incrementally truncated nucleic acids and methods of making same” Benkovic, S. J., Ostermeier, M.,
Nixon, A. E., and Lutz, S., U.S. patent 7,332,308.
1. "Methods for producing soluble, biologically-active disulfide-bond containing eukaryotic proteins in
bacterial cells" Georgiou, G. and Ostermeier, M., U.S. patent 6,027,888.
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